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AJBTEpHATUBHBIN CILUIAUCUHT
CKpBITBIC TOYKH CIIAMCUHIA

DK30HBI TAKK€ MOT'YT J100aBIISATHCSA
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KOHIIBI IEPBUYHOTO TPAHCKPHUIITA
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Pu0Oo03UMBI

Karaautnuyeckne PHK
— Ilpumep — camo-CIIanCUHT

— HexkoTopbie HHTPOHBI I'PYIIIBI | MOTyT KaTaau3upoBaTh peakiku
TPaHCACTEpUPUKAIUN

— OpHako prO03UMBI HECTAOMIIBHBI U JIETKO paspyiatoTcs PHKazamu



Jlerpamanuga PHK

KonangyectBo PHK kak u KOJIM4eCTBO OCIIKOB PETYIUPYETCS
B KJIETKE

Jlerpazanus y 3yKapuoT
— MOJIMA XBOCT pa3pyllIacTcs dHIOHYKIIea3aMU
— YoOupaetcs Kall
— JHManeme PHK pa3pymaercs ¢ 5° koH11a

Pazpyiienne PHK npousBoaaT 3kx30HyKJI€a3bl U OHU MOT'YT
OBITH 3aTOPMOKEHBI BTOPUYHBIMU CTpyKTypamu B PHK,
HaIlpUMEP — KIIHMAITbKAMM))

IK30HYKJIea3bl — OCJIKM U3 TPYMIIBI HyKJIeas, OTIICIIISIONINE
KOHIIEBBIE MOHOHYKJICOTHABI OT MOJUHYKICOTHUIHOM e ITyTeM
rusipoian3a GpocHoaudpUPHBIX CBA3EH MEXKIY HYKICOTHAAMMU.

IHAOHYKJIea3bl — OCJIKW U3 IPYIIbI HyKJI€a3, paCIICILIAIOIINE
dochoandhUpPHBIE CBSA3HU B CEPEANHE MOJIMHYKICOTHIHON LIETTH
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