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6 Effects of 30 days resveratrol supplementation
‘Moncm‘ on adipose tissue morphology and gene healthy obese men were supplemented with placebo and 150 mg/day
48|biopsy nitosJiwww.nchi nlmnih govigeoiqueny/acc.ca?acc=GSE42432 | €Xpression patterns in obese men resveratrol for 30 days, with a 4-week washout period in between. resveratrol abdominal subcutaneous adipose tissue biopsy 18
6 FKBPS expression in human adipose tissue
?lonc"“ i following dexamethasone exposure Paired human subcutaneous (sc) and omental (om) adipose tissue were incubated without (Ctr) or
34|biopsy hitos:/iwww.ncbi nim.nih.govigealguerylscc. coi?acc=G8E42002 |and is d with insulin les obtained from 4 non-diabetic adipose tissue donors with dexamethasone (Dex, 3 M) for 24 h, 16
Buoncus Gene expression profiling of human adipose SCWAT sample before surgery was labeled with Cy3 dye,
? tissue of obese subjects in relation to SCWAT sample before surgery while the aRNA from each scWAT sample obtained 3 |Seventeen Caucasian morbidly obese women
127|biopsy hitps:/www.ncbi.nim.nih.govigeolauery/ace car?acc=GSE0007 | bariatric surgery SCWAT sample obtained 3 months after surgery months after surgery was labeled with Cy5 dye. undergoing laparoscopic Roux-en-Y bypass 10
subcutaneous AT of 16 morbidly obese women before and after
surgery-induced weight loss.
PRE (n=16) and POST (n=16). Validation of microarray data was performed by
. ) ., quantitative real-time PCR both longitudinall
G!AOI'ICVIH Adipose transcriptome and microRNA profiles Analyses in macrophages and diffe d human (n=25 paired samples) and crcnss-;"ejctlonallyy
29|biopsy nitps:/www ncbi.nlm.nih govigeolquery/acc.coacc=63£53376 | after surgery-induced weight loss [mRNA] adipocytes were also performed - (25 obese vs. 26 age-matched lean women). 32
6 7 Transcriptome profile of subcutaneous
.MOHC A adipocytes isolated from obese vs. lean subcutaneous adipose tissue surgical biopsies of 7 obese (BMI>30) and
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