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OCHOBHble 3aKOHOMEPHOCTU, CBA3aHHbIE C OKPaCKOW

XpoOMOCOM
Chromaosome band G/Q band R band T band (R subgroup)
Replication timing Late Early Very early
GC% AT-rich Medium GC-rich
Gene density Low High Very high
Chromatin appearance Compact Loose Loose




Llenb npoekTa:

N3y4nTb CBSA3b Pa3/INYHbIX YEPT NMOCSIEA0BaTENIbHOCTU rEHOMA U
reHOMHbIX 3JIEMEHTOB C AnddepeHUmarbHON OKPaCcKoW
XPOMOCOM.

3apaumn:

- PeannzoBaTtb Bbl4UCIEHNE pa3HbIX METPUK NepeceveHuns
nutepsasnoB (ProjectionTest, JaccardTest)

- NonyunTb pacnpeneneHmne sHa4YeHNN METPUK NepeceyeHnsa ans
C/ly4YanHbIX MHTEPBANOB YTOObI NPOBEPUTb 3PDEKTUBHOCTD
TECTOB

- [NpoTecTupoBaTb Koppenaunn gaHHbIX reHOMHbIX
9KCNEePUMEHTOB C NaTTePHOM gnddepeHLnanbHOro
OKpallnBaHUS




Projection test

query

Ywucno naTepBaioB TECTUPYEMON MTOCJIENOBATEJILHOCTHA, HE MEHEE,
YeM Ha IOJIOBMHY IEPEKPHIBAIOIIMXCS ¢ pedpepeHCHON
MOCJIENOBATEJILHOCTHIO



Jaccard test
b e
—E —

intersection

union

e

OTHOLIEHUE IJIMH 00JIaCTEN NEPECEUECHUST MHTEPBAJIOB K JIJIMHE
o0JlacTen ux o0ObeqUHEHUS

ANB

Jaccard measure (index): J(A, B) = AU B




HanucaH MHCTpyMeHT anga aHann3a nocnenoBaTes/ibHOCTEN:

- peanun3oBaHbl ProjectionTest n JaccardTest gns otoenbHbIX
TPEKOB U OJ1s1 LLe/1oro reHoma;

- MOAY/b ON19 reHepaunn criy4amHbiX TPEKOB Mo 3agaHHOMY
3anpocy (Mcnosib3yeTcsa NcxoaHble AJIHbI UHTEPBAJIOB, HO
C/y4YyanHOE X pacnpeneneHme rno XPoMocome);

- NpOBepPKa rmrnoTesbl O TOM, YTO UCCJIeAYEMbIN TPEK MOXXHO
paccMmarTpmBaTb Kak Ccrny4YanHbIn.



Density

CpG-like random 1nterval distribution
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ProjectionTest

Microsatellit
For query: 14067

For query-like tracks:

mean = 12473.695
sd = 89.820053301

CpG
For query: 2777

For query-like tracks:

mean = 7337.836
sd =71.0640915231

DNAse HS
For query: 31530

For query-like tracks:

mean = 55229.485
sd =179.21827411

JaccardTest

Microsatellit

For query: 6.293760668613641E-4
For query-like tracks:

mean = 0.000575267523199

sd = 4.42819753615e-06

CpG
For query: 0.0023811991856480994

For query-like tracks:
mean = 0.00628882916869
sd = 8.82474644317e-05

DNAse HS

For query: 0.005134569506238853
For query-like tracks:

mean = ?

sd =7




Cnacun6o 3a BHUmMmaHue!



