Y4TO NnponucxoauT ¢ reHamu
nocrie HOHCeHCc-MyTauun?

YannbirmHa [apbs

PykosodumerbHuua: Hadex0a lomaroaa,
MI'yY



[ NfaBHaqa 3agadva npoekTa:

e [lpoBepka nccriegoBaHus, NPOBEOEHHOIO B CTaTbe
Are Nonsense Alleles of Drosophila melanogaster Genes under

Any Selection?,
Ha Opyrmx opraHmamax
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Kak oueHuTb oTpuyaTenbHbI OTOOP?

e pN/pS
e PN << pS => oTpuuartenbcHbi oTOOP paboTaeT!
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3agayn (v1.0):

HanTtn nogxoasiyto BbIOOPKY OAaHHbIX
N3yunTb myTauum B 9TUX OAHHbIX
[MocumnTtaTtb pN / pS ONA pasHbIX criyvyaes

o
®
o
® CpaBHVITb C NMERLWUNMUNCA pe3yJibTaTaMN
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3agaun (v2.0):

e HanTtu nogxoasLlyo BbIOOPKY AaHHbIX

e Variant Calling

e /I3yunTb MyTauun B 9TUX OaHHbIX
e [locuutatb pN / pS ansa pasHbix criyyaes
e (CpaBHUTb C UMEKLLMMUCA pe3yribTaTaMu
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PesynbTaTthl
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Peaynbtathl
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Peaynbtathl

e pPN/pS onga BCex reHos:
0.999 1= 0.106
e pN/pS ana myTtauun, npomnsoLwieaLllnx Nnocrie HOHCEHCHOMN:

1.224 1= 0.803
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NToru

e ObIn HanucaH ckpunT anga nogcyeta pN / pS v aHanu3a myTauumn B reHe
® [0fly4YeH onbIT paboTbl C OOMbLLNMW AAHHBIMW
e O3HaKOMWNAachb C HaNUcCaHMeM napannesibHbIX CKPUNTOB Ha MUTOHE
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Cnacunbo 3a BHUMaHue!

‘e



