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KoMMeHTap11 oT pyKoBoAMTENS

bonbwoe cnacnbéo [laBny /JO6GpbIHMHY WU
Munxanny PanKo 3a LiEHHbIE COBETbI B NMpoLecce
PA6OTbl HaJ, NMPOEKTOM.



1. Divergence Time

Kysbmny Codpbs
\ [MmaabiweB Cepren

UniProt aM1Hok1cnoTHble NCBI refseq protein Ha ocHoBe
nocneaoBaTeNIbHOCT OPraHM3MoB BblOOpKM 13 14 reHos (Blast)
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Busyanunsaums
3agada: NnocTpouTb (PunoreHeTn4eckoe AepeBo, OLEHUTb (Archaeopteryx)
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PeKOHCTpYyKUUA pmunoreHeTu4eCcKkoro gepesa no
MUTOXoHApuanbHon AJHK




PeKOHCTpYyKUUA pmunoreHeTu4eckoro gepesa no
MUTOXOHApPWasrbHbIM 6erikam




2. Population Diversity, Structure,
Linkage Disequilibrium
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3. Demographic history

Anekcen AnexvH
AnekcaHap Pakntbko
Wnapua TapacoBa

3adaya:

C nomowpbio 0adi MOCTpoOUTb  MoAefb,
ONMCbIBAIOLLYD  AaHHbIE N0  pasjeneHuto
nonynaumm noAsipHbIX MeaBeen



3. Demographic history

% 0aOi
Diffusion Approximation for Demographic Inference
DADI - rmbKaa M MHOro®yHKUMOHa/IbHasA
ononmoteka anAa  python, nossoastoan
MO/JE€/IMPOBATb YaCTOTHbIU CMeKTp
reHeTUYECKMX BapuaLmm HECKOJIbKUX

nonyaaumum



3. Demographic history

2 Mutation




3. Demographic history
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4, Gene Flow and Introgression

3aodava:
NpOBEPUTb FTMNOTE3Y

NnepeHoCa reHoB Mexay

Pa3/INYHbIMM
nonynauMsamMm 6ypbix

1 6esibiXx MeaBenen
C NMOMOLLbIO
D - CTaTUCTUKMU.

Glaci

Kpy*nnaun Bacmamm
AybuHKMHa BepoHuKa
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o) Finland
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A Polar bears © Brown bears




4. Gene Flow and Introgression
D-statistics (ABBA/BABA-TecT):

Z(CABBA o CBABA )
D — site

Z ( CABBA + CBABA )

site

measure D



4, Gene Flow and Introgression

O6paboTKa AaHHbIX:

chromo position anc
scaffold79 945 A
scaffold79 946 G
scaffold79 1660 G
scaffold79 1844 A
scaffold79 2469 G
scaffold79 2538 A
scaffold79 2564 A
scaffold79 2669 C
scaffold79 2681 A
scaffold79 3062 C
scaffold79 3265 A




4. Gene Flow and Introgression
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GO:

GO:
0006415

GO:
0006614

Description

viral transcription

translational termination

SRP-dependent
cotranslational protein
targeting to membrane

P-value

5.96E-
8

6.25E-
8

3.24E-
7


http://cbl-gorilla.cs.technion.ac.il/GOrilla/i6y3ukvg/GOResults.html#p_value_info
http://cbl-gorilla.cs.technion.ac.il/GOrilla/i6y3ukvg/GOResults.html#p_value_info
http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0019083&view=details
http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0019083&view=details
http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0019083&view=details
http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0006415&view=details
http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0006415&view=details
http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0006415&view=details
http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0006614&view=details
http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0006614&view=details
http://www.godatabase.org/cgi-bin/amigo/go.cgi?query=GO:0006614&view=details

Common genes

(giant panda and polar bear)

Genes

ABCC6

ALKP3
APOB
ARIDS5B

COLS5A3
EHD3

[PO4
LAMC3

LYST
TTN
VCL

Preferential place of
expressing

kidney

muscle
liver, small intestine, spleen

larynx, uterus

mammary gland, bone, PNS
kidney, lymph node, PNS

small intestin

tongue, small intestine,
placenta

blood
muscle

soft tissue, bone, bone
marrow

Description

ATP-binding cassette, sub-family C,
member 6

alpha-protein kinase 3-like
apolipoprotein B

AT rich interactive domain 5B
(MRF1-like)

collagen, type V, alpha 3

EH domain-containing protein 3-
like

importin-4-like

laminin subunit gamma-3-like

lysosomal trafficking regulator

titin-like

vinculin




Positive selection in

@
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mitochondrial DNA

Method Ka Ks Ka/Ks
NG 0.186179 | 0.158378 | 1.17554
LWL 0.192312 | 0.182772 | 1.0522
MLWL 0.223904 | 0.120566 | 1.85711
LPB 0.228125 | 0.118914 | 1.91841
MLPB 0.227728 | 0.119244 | 1.90977
GY-HKY |0.246562 | 0.107242 |2.29912

A. melanoleuca and U. maritimus

B MumoxoHOpua/sibHOM 2eHoMe b6biJ1 noJ10XKumesibHbiu om6op!

NHpa He 100% ©
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1. Divirgence time (6enKn)

NADH dehydrogenase subunit 6
cytochrome b

NADH dehydrogenase subunit 5
NADH dehydrogenase subunit 4
NADH dehydrogenase subunit 4L
NADH dehydrogenase subunit 3
cytochrome c oxidase subunit Il
ATP synthase FO subunit 6

ATP synthase FO subunit 8
cytochrome c oxidase subunit I
cytochrome c oxidase subunit |
NADH dehydrogenase subunit 2
NADH dehydrogenase subunit 1



