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. [chrl:3683 Mot on a known gene
MOC2L Mucleclar co apoptotic pre nucleclus (& binding (GO: NM_015658. 2800 2250 MNP 056473
Transcript NI SAMD11
MOC2L Mucleclar co dpupLuLlL pri nucleclus (& binding (GO: NM_015658.
SA I".-1I1‘111 28706 Sterile alpha negative reg nucleus | 'H domain b Nh_152486.
: : Mucleolar co a otic pre nucleolus binding (GO: NM_01565
06 Sterile alpha nega g nucleus [GO: PH domain b NM_152486
Mucleolar co apoptotic pro nucleclus (G binding (GO: NM_015
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Transcript Ml NOC.
Transcript NI NOC2ZL
KLHL17 24023 Kelch-like 17 actin cytoske actin cytoske POZ domain NM_158317. 2564 29 MP_S38073
PER N1 28208 PPARGCL an regulation of cytoplasm [G 1""""'"'?:7‘” MRA_ (01291 237:
PLEKHM1 25284 Pleckstrin homology dom:z plasma mernr
PERM1 28208
PLEKHM1 . ) -
PERM1 C O005737)| N 3415 2373 NP_0012
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